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@HE AL, WIEERTR A T group BFR, FT 5400 1 E1G R
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OFHELLIE, WA RSOV R BE AT I 3, AT DLHERRAC 3= e
RRIEFED, IR 5 REREH T 22 e Rk A7 .

==
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Al A2 A3 Treat1 Readcounts
&4 group2 A Agroup2f R #&read countsEH] >

M1 M2 M3 Controll 1
%1% group3 B A group3MI&TR % read countsty(E >

Treat2 0
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##¥ group3 ENSG00000000419 DPM1 431 503 414 447 326 455
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O B RETRER
O B ESRBTREn ENSG00000268895 A1BG-AS1 Treat1/Control1 -0.09 7.82e-01 892e-01 361
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Search:
genelD treat/control log2FoldChange p-value q-value genename
1 ENSG00000006075  Treat1/Controll  -3.40 1.15e-100 2.28e-98 CCL3
2 ENSGO0000010278  Treat1/Controll  2.83 5.75e-159 2.67e-156 CD9
3 ENSGD0000010327  Treat1/Controll  4.36 0.00e+00 0.00e+00 STAB1
4 ENSGO0000012223  Treatl/Controll  2.26 1.37e-106  3.09e-104 LUTF
5  ENSGOD0000030582  Treat1/Controll  2.03 6.73e-110  1.61e-107 GRN
6 ENSGO0000050730  Treat1/Controll  -4.65 4.35e-176  2.44e-173  TNIP3
7 ENSGO0000085117  Treat1/Controll  -2.63 5.40e-138 1.B3e-135 (CD82
8 ENSGO0000085265  Treat1/Controll  7.24 0.00e+00 0.00e+00 FCN1
9  ENSGO0000090382  Treatl/Controll  2.55 3.70e-172  1.94e-169 LYZ
10 ENSGO0000093072  Treatl/Controll  2.39 2.84e-194 1.71e-191 CECR1
e 15 Previous 1 2 3 4 5 10 Next
IEERA T RRE
: Search:
geneid Al A2 A3 M1 M2 M3

1769 ENSG00000090382 10860.58  11726.20 11505.15 247643 2292.30 2090.97
11417 ENSG00000169429 228.56 268.86 343.21 12357.71 10971.11 10182.04

14944  ENSGO0000197746 3439.09 336242 3558.21 1057.26 112214 1059.35

3735 ENSG00000112096 308.95 294.29 339.72 274163 2647.63 2853.59
6663 ENSG00000126235 2241.67 2096.55 2016.89 52.44 57.83 46.27
1554 ENSG00000085265 1414.75 1381.24 1339.13 6.91 1.7 9.21
457 ENSG00000030582 1425.90 1348.83 1402.08 337.98 400.81 360.86
9972 ENSG00000163131 904.45 918.96 885.45 243.74 233.68 194.89
15130 ENSG00000198502 933.73 999.67 1068.50 189.16 194.24 205.70
2520 ENSG00000102575 1152.64 111679 1176.75 127.88 120.35 132.66

st “IRE, AT LG B _E— Pl IR R 100 N2k R R IE A E . £
1 S Hos BN B IC (507 AT R, A LA RS HER RO R, W
T LLERE o T2 IE R AT RIE ROl RIDRE IR 26 8UE 08 25 T 29 (E J5 B A
PRAEZE, JXAE AT LI Gt i (LR B R SE M o 3 FT LA F AR SR I 0 . AE A
K% 2o A Rt — D R B . Ak “BEREARIBF 7, AR A A
IR IR SRR AR S R R IR 3R AT TR B . Ak “ BB MR BRI 4 7, W DA
A MR ID, Sl DRER NS 2 D BT RS 75 . Ak “ 8
ANFAEIRE ", WONEEAS/INTRS IAE o3& mT ME SUE A IR 58, B e A K/ a
B Ry “3s1T” AU
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He, FEHHTSE 4T

G HAT IR R AR B B AR BRI . DG TRl R AN SRR, B AR T
BHA GOterm B (WAL RITE T SCEE R BT S 1 Ee s, 215 23 13X 4> GOterm H
(R R AR TS SRR I S R B, SRS AR p<0.05, KR R A R & E . Bt
PRl fe FH 4 ek L R

SRIGIE R . B EAR AR, R Be EAREE R 44, BAR SO — 3,
AT —/MER, FTRLsa FE ORPIEER” TS EIRRREERE, Hk
1% H¥ treat/control ZH 7 . SR )5 1L % A5 %L, logaFoldChange A 7£-0.3 % 0.3 Z [H].
SRIGIEREAE ] p {8, p EATET 0.05. &t LLEAT &2 logaFoldChange {H 1]
TaHE, SRR q EITIE.
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sElE BT ERIOEEIE
@ EIEERE Show |10 v | entries Search:
O HiEERSE
genelD test log2FoldChange p-value q-value genename nc Al
R
: ENSGO0000000003  Control1/Treat1 188 273e-02 975e-02 TSPANG 0
human(Homo sapiens) -
ENSGO0000000938  Control1/Treat1 053 217e-08 280e-07 FGR 2557.2
inreat/contiol ENSG00000000971  Control1/Treat! 061 25302 9.18e-02 CFH 88.38
Control1/Treat1 -
ENSGO0000001036  Control1/Treat 072 175e-05 15le-04 FUCA2 377.26
[fog2FaldChange] 2 . %= ENSG00000001084  Control1/Treat1 123 269e-26 107e-26  GCLC 804.89
03 +
ENSGO0000001460  Control1/Treat1 113 360e-04 247e-03 STPGI 3421
SEMWKTIER: p-valuedlig-value ENSG00000001561  Control1/Treat1 043 976e-04 585003 ENPP4 40577
p-value =
ENSGO0000001630  Control1/Treat 108 1.23e-03  7.17e-03  CYP51AI .27
prelue s ENSGO0000002822  Control1/Treat1 048 653e-04 410e-03 MADILI 806.79
0.05
ENSGO0000002933  Control1/Treat1 118 1.80e-18  467e-17 TMEMI76A 130378
BT | L FEGOER | L TEGOET
Showing 1 to 10 of 4,548 entries Previous 1 2 E 4 5 455 Next

Mg T. GO A MTLENE, —RTE—8 L. WAESTE “GO A4
K7 EHE, TURIEELR. £ “BHEERMIE” AL E LRSS AT
. HHELESD, ID /& GOterm [f) ID, Decription J3E R ThHEHIR, GeneRatio
N ZE S FRIL BRI A R T R BRI H LG b R Rk B R R 4, BgRatio i
HA I ae N R At BRI P FT AR BTA RS, count R

B %K HIDIReR 2 TR RN, group FREREEHI I 73T T B (molecular function).
41 fg 41 53 (cellular component) 12 5 (1) 4= 53k #2 (biological process). 73 4MNEH 1%
% HETEE I genelD 41, PFUNILEHK, 7EXEAT RN, WREEESE IR,

LLa i FEk GO 45 R A B s R .

17/19



e
]

Lreck oene
BERE BWHRFAIEEMEETMFRS

il

TER BEHE 2REAMT ZRMFETRG  BRr  9EESKKT 8l TEE E Pathwayfith  XFFa

1B i

WAMEEME: p-valuestq-value GOSMTEER
p-value - genelDiZ, FAFRT, SEAIRETHCOSR
Show |10 v | entries Search:

GO p-value £
= D Description GeneRatio BgRatio p-value p-adjust g-value Count group

o = neutrophil
o it Goo00z283  2<tivation 235/3797  490/18866 139e-44  46le-dl  31de-d1 235 biologial. process
EEER RTGoRE involved in

GO:0002283 GO:0043312 GO:0001819 GO0071222 Haebetier vl

GO:0032496 GO:0071219 GO:0071216 GO:0042581 neutrophil

e, (O FB s GO:0043312 Scchuition 234/3797  487/18B66 1.44e-44 4.61e-41  3.14e-41 234 biological_process
mEET positive
i f
® 53 GO:0001819 ;19:;‘::‘:” 195/3797  447/18866 358e-30 7.67e-27  5.22e-27 195  biological_process
© SfiBi(geneNum) production
S8 (pvalue)
cellular response
3BAENeE GO0071222 to 112/3797  208/18866 3.10e-27 4.64e-24  3.15e-24 112  biclogical_process
IEERE lipopolysaccharide
o) - 7
GO0032496 1 PO O 154/3797  334/18866 361e-27 46d4e-24  315¢-24 154  biological_process
lipopolysaccharide
BREHReRE
e . cellular response
GO:0071219  to molecule of 116/3797 222/18866 1.24e-26 1.33e-23 9.07e-24 116 biological process
bacterial origin
VTS
n GOoo7i2i6 Cellularresponse o400 o46/18866 172026 158023  1.07e-23 124 biological_process
to bictic stimulus
=; SRA
SRR GO:0042581  specific granule 93/3924 160/19559 3.03e-26 2.27e-23 1.75e-23 93 cellolar_component
4
response to
THEA MRS G0:0002237 molecule of 159/3797  356/18866 3.86e-26  3.10e-23  2.11e-23 159 biological_process
1000 bacterial origin
# regulation of cell- = s .
THEE e GO0022407 252 O 184/3797  439/18866 563e-26 402e-23  273e-23 184 biological_process
600
Showing 1 to 10 of 3,394 entries Previous [ 1 | 2 3 4 5 .. 340 Next

B ivscoma | svmcomm -

fE “ AR RIR” Rk BEEUR GO %5 H o £ “IEREIR” R FE KR
Fl, AL F T SR SR I B p EHISE I Hodr, IR R
& GO % H, B FK-logio(p-value), riHIRNMURERE. EEHSHRE
RN B R B BC e 7 AT R, WA R SR R, T LA E o
BT DB y BRI, DO E T 8B T 158 BE AT L
GOEHESHE

Top 10 GO Enrichment

specific granule+ [ ]
cellular response to lipopolysaccharide - o
cellular response to molecule of bacterial | @) Gene Count
origin
® 120
cellular response to biotic stimulus+ . . 160

@ 0

—logypo (p = value)

neutrophil degranulation+

neutrophil activation involved in immune

response
40
response to lipopolysaccharide - . 35
30
response to molecule of bacterial origin- @
positive regulation of cytokine production+ .

regulation of cell-cell adhesion- .

0.45 0.50 055
Fold enrichment
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Pathway 7341/ [f) pathway 10 KEGG ] pathway $d6 %, &N &2
e

AR E B~ LR % . Pathway 70 (1 BARIRIE S GO 70 HrdR & 2R10L, XEA

JETT A4

e A BRI A TR 2 7
B 5 Mk http:/www.geekgene.com.cn/

HEAZ M6 http://bioinfo.geekgene.com.cn/
010-62897812 E-mail: service@geekgenen.com.cn
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